Here one half the MACPF domain (which includes one of the large flat faces) is coloured green and the other purple. During oligomerization, by analogy with the CDC superfamily, the green "face" of one monomer is proposed to interact with the purple "face" of the next, to form a ring structure (Schematic at the bottom of the Figure; (Gros et al., 2008; Rosado et al., 2007) ). In PRF, it is suggested that 12-18 monomers come together to form a pore (Blumenthal et al., 1984; Masson and Tschopp, 1985; Young et al., 1986a) . The approximate positions of residues corresponding to D191, R213 and E343 in PRF are indicated. In (B) an alignment of PRF, C8α and C9 sequences is shown. Murine PRF numbering is shown at the bottom, and secondary structure overlayed at the top of the Figure. 
